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with the Abbott m2000 system. This study also compares
the performance of ViveST, a dried ambient transport
matrix, to plasma for viral load determination with the
RTVL assay.

Table 3 Results of Comparative Analysis using Abbott’s RealTime HCV

¢ HCV viral load testing was performed on one Testing (Fresh Plasma versus VivesT)

frozen plasma aliquot and one ViveST recovered
aliquot using RTVL assay.

* HCV Genotyping was performed on one frozen
plasma aliquot and one ViveST recovered aliquot
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45min, the volume from the spots removed by correlation was observed between the plasma RTVL and Leau &= 1 & & compared to frozen plasma with HCV genotypes 1, 13, 1b, 2and 3.
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residual volume was transferred to reaction vessel (plasma- ViveST) of 0.32 log IU/mL (Table 3, Figure 11622677 1a la la la onclusio

for processing on m2000sp. 2). RTGTII results demonstrated 100% concordance
(Table 4) between ViveST and frozen plasma with tested

genotypes (1,1a,1b, 2, and 3).

DBS and ViveST device are suitable specimen type for
RTVL and RTGTIl on the m2000 platform. Future studies
of the clinical utility of these protocols are warranted.

Table 2 HCV GT Il results compared to plasma samples using the
standard RTGTII kit.
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